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Supplementary Figure 1.  

Expression of genes differentially 
expressed in ACHN and RCC1 
cells.  Genes identified as 
significantly differentially 
expressed in ACHN and RCC1 
cells using Welch t-test with a p
value cutoff of 0.05 and a 
Benjamini and Hochberg false 
discovery rate multiple testing 
correction are graphed to 
illustrate differences in 
expression between the cell 
lines.  Standard error bars plotted 
represent three biologic 
replicates.  The names of the 
genes are listed in Table 3 of 
Holko and Williams (2006) J 
Interferon Cytokine Res 26 (8).


